fragments contained an overlap of 150-200 bp. The two DNA fragments were mixed and co-introduced into the assay strain YWH-1ski7Δ to regenerate p416TEF-SKI7 by homologous recombination. Cells were cultured on a SC-HIS-URA plate at 30°C for up to 7 days. Most of the positive candidates contained multiple mutations. Though some mutations seemed to be effective in combination with others, we tested each single-mutation by site-directed mutagenesis and selected only singly effective mutations in this study. This study *1. Insert DNA fragments were amplified by PCR using the primers listed in Table S3 , digested with restriction enzymes and inserted into restriction sites in the poly-linker site of the vectors as indicated in Table S3 .
Name of Plasmid
*2 Expression plasmids for Ski7 mutants created by site-directed mutagenesis are omitted in this list. They are essentially the same as the WT constructs except for mutations in Ski7 coding region. 
